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Academic Qualification
Ph.D. in Bioinformatics, Peking University (Beijing, China)
Bachelor in Basic Medical Science, Peking University (Beijing, China)

Research Area
Dr Gao gained considerable expertise on bioinformatics and have a broad research interests. His
doctoral research focused on profiling associations between non-coding RNA and huamn disease.
During PhD study time, he developed a series of tools to predict and analyse miRNA and disease
association. His research area now is non-coding RNA, metabolomics and medical artificial
intelligence. He is particularly interested in dessecting metabolic status of organisms under
different conditions especially extremely environment and space.

Working Experience

2021-persent: PostDoc fellow of Astrobiology Group- Macau University of
Science and Technology (MUST), State Key Laboratory of Lunar and Planetary Sciences- Space
Science Institute, Macau SAR, China. Supervisor: Prof. Kang Zhang

Certification, Awards and Membership
Beijing Graduate with Distinction (2020)
Peking University Graduate with Distinction (2020)
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